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Below you will find readings that provide background to the major topics that I will cover during the

workshop. Some of the readings are tutorials that are designed to introduce readers to a particular topic,

whereas others assume much more knowledge. None of the readings are required for participation in the

workshop. They are listed here for further edification.

Please make sure that you have downloaded the files for the course before the first class, since we will

go over these during the workshop. The files can be downloaded here.

Day 1 (3 May)

One day one, I will go over the dataset (i.e., the Nexus file), the basics of Bayesian inference, transition

models, and one of the .Rev scripts.

topic reading

Introduction to Phylolinguistics Greenhill, Heggarty, et al. 2021

Introducing RevBayes Höhna, Landis, Heath, et al. 2016, Höhna, Landis,

and Heath 2017, Boussau 2018, Höhna 2019

Bayesian inference McGrayne 2012, Gelman et al. 2009,McElreath 2016

Maximum likelihood Baum and Smith 2013:238–247, Harmon

2019:117–131, esp. 126–131, Goldstein 2020:39–50

Transition models Baum and Smith 2013:217–231, Cathcart 2018, Har-

mon 2018:106–116, Pupko and Mayrose 2020
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https://github.com/DMGoldstein/copenhagen-phylolinguistics


Day 2 (5 May)

One day two, I will introduce Markov Chain Monte Carlo (MCMC), graphical models, and go over the

results of the first analysis. In addition to the readings listed below, there are a number of tutorials on

RevBayes here.

topic reading

Introduction to Markov Chain Monte

Carlo (MCMC)

Shaver 2017, Harmon 2019:28–34, van Ravenzwaaij

et al. 2018

Bayesian inference Baumand Smith 2013:247–259, Harmon 2019:28–34,

Holder and Lewis 2003, Alfaro and Holder 2006

Graphical models Freyman n.d.

Day 3 (7 May)

One day three, I plan to cover among-site rate variation (ASRV) and model comparison. The RevBayes

tutorial on ASRV can be found here and that on model comparison here.

topic reading

Rate heterogeneity Yang 2014:118–119

Model comparison Harmon 2019:21–23, Höhna, Landis, andHeath 2017
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https://revbayes.github.io/tutorials/
https://revbayes.github.io/tutorials/ctmc/#the-discrete-gamma-model-of-among-site-rate-variation
https://revbayes.github.io/tutorials/model_selection_bayes_factors/bf_intro.html


Bayesian phylolinguistic studies

clade literature

Iranian Cathcart 2019, Cathcart 2020

Semitic Kitchen et al. 2009

Dravidian Kolipakam et al. 2018

Transeurasian Robbeets and Bouckaert 2018

Pama-Nyungan Bowern and Atkinson 2012, Bouckaert, Bowern, et al. 2018,

Bowern 2012

Turkic Savelyev and Robbeets 2020

Sino-Tibetan Sagart et al. 2019, Zhang, Yan, et al. 2019, Zhang, Ji, et al. 2020

Japonic Lee and Hasegawa 2011

Austronesian Dunn et al. 2008, Saunders 2005, Gray, Drummond, et al. 2009,

Greenhill and Gray 2009, Greenhill, Atkinson, et al. 2010

Indo-European Gray and Atkinson 2003, Atkinson and Gray 2006,

Bouckaert, Lemey, et al. 2012, Chang et al. 2015, Rama 2018

Slavic Cathcart andWandl 2020

Dene-Yeniseian A. Sicoli and Holton 2014, Yanovich 2020

Bantu Guillon and Mace 2016; Holden et al. 2005
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